Titia K. Sixma
Full Bibliography

Papers in refereed journals

Rucktooa P, Smit AB, Sixma TK. (2009) Insight in nAChR subtype selectivity from AChBP crystal structures.
Biochem Pharmacol. 2009 Oct 1;78(7):777-787.

Marteijn JA, van der Meer LT, Smit JJ, Noordermeer SM, Wissink W, Jansen P, Swarts HG, Hibbert RG, de
Witte T, Sixma TK, Jansen JH, van der Reijden BA (2009) The ubiquitin ligase Triadl inhibits myelopoiesis
through UbcH7 and Ubc13 interacting domains. Leukemia. 23(8):1480-1489

Ulens* C, Akdemir* A, Jongejan A, van EIk R, Bertrand S, Perrakis A, Leurs R, Smit AB, Sixma TK, Bertrand
D, de Esch 1J. (2009) Use of Acetylcholine Binding Protein in the Search for Novel alpha7 Nicotinic
Receptor Ligands. In Silico Docking, Pharmacological Screening, and X-ray Analysis. J Med Chem.
52(8):2372-2383.

Hibbert RG, Mattiroli F, Sixma TK. (2009) Structural aspects of multi-domain RING/Ubox E3 ligases in DNA
repair. DNA Repair (Amst). 2009 Apr 5;8(4):525-535.

Knipscheer P, Klug H, Sixma TK, Pichler A. (2009) Preparation of sumoylated substrates for biochemical
analysis. Methods Mol Biol. 2009;497:201-10.

Crosetto N, Bienko M, Hibbert RG, Perica T, Ambrogio C, Kensche T, Hofmann K, Sixma TK, Dikic I. (2008)
Human Wrnipl is localized in replication factories in a ubiquitin-binding zinc finger-dependent manner. J
Biol Chem. 2008 Dec 12;283(50):35173-85.

van Leuken RJ, Luna-Vargas MP, Sixma TK, Wolthuis RM, Medema RH. (2008) Usp39 is essential for mitotic
spindle checkpoint integrity and controls mRNA-levels of aurora B. Cell Cycle. 2008 Sep 1;7(17):2710-
2719.

Bertaccini EJ, Lindahl E, Sixma T, Trudell JR. (2008) Effect of Cobratoxin Binding on the Normal Mode
Vibration within Acetylcholine Binding Protein. J Chem Inf Model. Apr 28;48(4):855-860.

Schwamborn K, Knipscheer P, van Dijk E, van Dijk WJ, Sixma TK, Meloen RH, Langedijk JP.(2008) SUMO
Assay with Peptide Arrays on Solid Support: Insights into SUMO Target Sites. J Biochem. Mar 15. [Epub
ahead of print]

Cohen SX, Ben Jelloul M, Long F, Vagin A, Knipscheer P, Lebbink J, Sixma TK, Lamzin VS, Murshudov GN,
Perrakis A. (2008) ARP/WARP and molecular replacement: the next generation. Acta Crystallogr D Biol
Crystallogr. Jan;64(Pt 1):49-60. Epub 2007 Dec 5.

Knipscheer P, Sixma TK.(2007) Protein-protein interactions regulate Ubl conjugation. Curr Opin Struct Biol.
17(6):665-673.

Notenboom V, Hibbert RG, van Rossum-Fikkert SE, Olsen JV, Mann M, Sixma TK. (2007) Functional
characterization of Rad18 domains for Rad6, ubiquitin, DNA binding and PCNA modification. Nucleic
Acids Res 35(17):5819-30

Dutertre*, S., Ulens*, C, Bittner, R., Fish, A. van Elk, R., Kendel, Y., Hopping, G., Alewood, P.F., Schroeder,
C., Nicke, A., Smit, AB., Sixma, T.K"., and Lewis, R.J. (2007) AChBP-targeted o-conotoxin correlates
distinct binding orientations with nAChR subtype selectivity EMBO J., 26(16):3858-3867..

Knipscheer, P., van Dijk, W.J., Olsen, J.V., Mann M., and Sixma T.K. (2007) Noncovalent interaction between
Ubc9 and SUMO promotes SUMO chain formation EMBO J 26(11):2797-2807.

Buchwald, G., van der Stoop, P., Weichenrieder, O., Perrakis, A., van Lohuizen M., Sixma T.K. (2006) Structure
and E3-ligase activity of the Ring-Ring complex of polycomb proteins Bmil and Ringlb, EMBO J. 25,
2465-2474.

Romier C., Ben Jelloul M., Albeck S., Buchwald G., Busso D., Celie P.H., Christodoulou E., De Marco V., van
Gerwen S., Knipscheer P., Lebbink J.H., Notenboom V., Poterszman A., Rochel N., Cohen S.X., Unger T.,
Sussman J.L., Moras D., Sixma T.K., Perrakis A.. (2006) Co-expression of protein complexes in prokaryotic
and eukaryotic hosts: experimental procedures, database tracking and case studies. Acta Crystallogr D Biol
Crystallogr. 62, 1232-1242.

Aricescu A.,R., Assenberg R, Bill R.M., Busso D., Chang V.T, Davis S.J., Dubrovsky A., Gustafsson L., Hedfalk
K., Heinemann U., Jones .M., Ksiazek D., Lang C., Maskos K., Messerschmidt A., Macieira S., Peleg Y.,
Perrakis A., Poterszman A., Schneider G., Sixma T.K., Sussman J.L., Sutton G., Tarboureich N., Zeev-Ben-



Mordehai T., Jones E.Y. (2006) Eukaryotic expression: developments for structural proteomics. Acta
Crystallogr D Biol Crystallogr., 62, 1114-24

Ulens, C., Hogg, R.C., Celie, P., Bertrand, D., Tsetlin, V., Smit, A.B., Sixma, T.K. (2006) Structural
determinants of selective a-conotoxin binding to a nicotinic acetylcholine receptor homolog AChBP Proc.
Natl. Acad. Sci. USA, 103, 3615-3620.

Lebbink, J.H.G*, Georgijevic, D*., Natrajan, G*., Fish, A., Winterwerp, H.H.K., Sixma®, T.K., de Wind, N.
(2006) Dual roles of MutS glutamate 38 in DNA mismatch discrimination and in the authorization of repair.
EMBO J. 25, 409-419

Nijman S.M., Luna-Vargas M.P.A., Velds A., Brummelkamp T.R., Dirac A.M.G., Sixma T.K., Bernards, R. A.
(2005) Genomic and Functional Inventory of Deubiquitinating Enzymes, Cell 123, 773-786.

Celie, P.H*., Kasheverov, I.E*., Mordvintsev, D.Y., Hogg, R.C., van Nierop, P., van Elk, R., van Rossum-
Fikkert, S.E., Zhmak, M.N., Bertrand, D., Tsetlin, V., Sixma®, T.K., Smit, A.B. (2005) Crystal structure of
AChBP in complex with an a-Conotoxin PnlA variant, Nat. Struct. Mol. Biol. 12, 582-588.

Celie, P.H*., Klaassen, R.VV*., van Rossum-Fikkert, S.E., van Elk, R., van Nierop, P., Smit, A.B., Sixma, T.K.
(2005) Crystal structure of AChBP from Bulinus truncatus reveals the conserved structural scaffold and sites
of variation in nicotinic acetylcholine receptors J Biol Chem. 280, 26457-26466

Pichler, A*., Knipscheer, P*., Oberhofer, E., van Dijk, W.J., Korner, R., Velgaard Olson, J., Jentsch, S. ,
Melchior, F., Sixma, T.K., (2005) SUMO inhibits the ubiquitin E2 enzyme E2-25K via modification of a
helical acceptor site, , Nat. Struct. Mol. Biol. 12, 264-269.

Pichler, A., Knipscheer, P., Saitoh, H., Sixma, T.K., Melchior, F., (2004) The RanBP2 SUMO E3 ligase - neither
HECT nor RING, Nat. Struct. Mol. Biol. 11, 984-991.

Lamers, M.H., Georgijevic, D., Lebbink, J.H., Winterwerp, H.H., Agianian, B., De Wind, N., Sixma, T.K. (2004)
ATP increases the affinity between MutS ATPase domains; Implications for ATP hydrolysis and
conformational changes. J Biol Chem. 279, 43879-43885.

Watkins S., van Pouderoyen G., Sixma T.K. (2004) Structural analysis of the bipartite DNA-binding domain of
Tc3 transposase bound to transposon DNA. Nucl. Acids Res. 32, 4306-4312.

Celie, P.H.N, van Rossum-Fikkert, S.E. van Dijk, W.J., Brejc, K., Smit, A.B., Sixma, T.K. (2004) Nicotine and
carbamylcholine binding to nicotinic receptors studied by AChBP structures, Neuron, 41, 907-914.

Natrajan, G., Lamers, M.H., Enzlin, J.H., Winterwerp, H.H.K., Perrakis, A., Sixma, T.K. (2003) Structures of
Escherichia coli DNA mismatch repair enzyme MutS in complex with different mismatches: a common
recognition mode for diverse substrates Nucl. Acids Res. 31, 4814-4821.

Lamers, M.H., Winterwerp H.H.K., Sixma, T.K. (2003) The alternating ATPase domains of the DNA mismatch
repair enzyme MutS control DNA mismatch repair EMBO J. 22, 746-756

Sixma, T.K., Smit, A.B. (2003) Acetylcholine binding pr.otein (AChBP): a secreted glial protein that provides a
high resolution model for the extracellular domain of pentameric ligand-gated ion channels. Annual reviews
of biophysics and biomolecular structure 32, 311-334.

Back, J.W., Notenboom, V., de Koning, L.J., Muijsers, A.O., Sixma, T.K., de Koster, C.G., de Jong, L.(2002)
Facile identification of cross-linked peptides for protein interaction studies using mass spectrometry and *°0
labeling. Analytical Chemistry, 74, 4417-4422.

Harel, M., Kasher, R., Nicolas, A. Guss, J.M., Balass, M., Fridkin, M., Smit, A.B., Brejc, K., Sixma, T.K,,
Katchalski-Katzir, E., Sussman, J.L., Fuchs, S., (2001) The binding site of acetylcholine receptor as
visualized in the X-ray structure of a complex between a-bungarotoxin and a mimotope peptide. Neuron,
32, 265-275.

Brejc, K., van Dijk, W.J., Klaassen, R.V., Schuurmans, M., van der Oost, J., Smit, A.B., Sixma, T.K., (2001) The
crystal structure of AChBP, homolog of the N-terminal domain of the nicotinic acetylcholine receptor,
Nature, 411, 269-276.

Smit, A.B., Syed, N.l., Schaap, D., Klumperman, J., Kits, K.S., Lodder, H., van der Schors, R.C. Elk, R.,
Sorgedrager, B., Brejc, K., Sixma, T.K., Geraerts, W.P.M., (2001) Acetylcholine Binding Protein (AChBP),
a novel glia-derived acetylcholine-receptor-like modulator of cholinergic synaptic transmission, Nature,
411, 261-268.

Sixma, T.K. (2001). DNA mismatch repair: MutS structures bound to mismatches. Current Opinion in
structural biology 11, 47-52.

Lamers*, M.H., Perrakis*, A., Enzlin, J.H., Winterwerp, H.H.K., de Wind, N., Sixma, T.K. (2000). The crystal
structure of DNA mismatch repair protein MutS binding to a G:T mismatch. Nature 407, 711-717.



Jovine, L., Hainzl, T., Oubridge, C., Scott, W.G., Li, J., Sixma, T.K., Wonacott, A., Skarzynski, T., and Nagai, K.
(2000). Crystal structure of the ffh and EF-G binding sites in the conserved domain IV of Escherichia coli
4.5S RNA. Structure. 8, 527-540.

van Pouderoyen, G., Ketting, R.F., Perrakis, A., Plasterk, R.H., and Sixma, T.K. (1997). Crystal structure of the
specific DNA-binding domain of Tc3 transposase of C.elegans in complex with transposon DNA. EMBO J.
16, 6044-6054.

Brejc, K., Sixma, T.K,, Kitts, P.A., Kain, S.R., Tsien, R.Y., Ormo, M., and Remington, S.J. (1997). Structural
basis for dual excitation and photoisomerization of the Aequorea victoria green fluorescent protein. Proc.
Natl. Acad. Sci. U. S. A. 94, 2306-2311.

Tong, H., Hateboer, G., Perrakis, A., Bernards, R., and Sixma, T.K. (1997). Crystal structure of murine/human
Ubc9 provides insight into the variability of the ubiquitin-conjugating system. J. Biol. Chem. 272, 21381-
21387.

Perrakis, A., Sixma, T.K., Wilson K., Lamzin, V. (1997). wARP, a method to substantially improve phase
information. Acta Crystallographica D, D53, 448-455.

Merritt, E.A., Pronk, S.E., Sixma, T.K., Kalk, K.H., van Zanten, B.A., and Hol, W.G. (1994). Structure of
partially-activated E. coli heat-labile enterotoxin (LT) at 2.6 A resolution. FEBS Lett. 337, 88-92.

Merritt, E.A., Sixma, T.K., Kalk, K.H., van Zanten, B.A., and Hol, W.G. (1994). Galactose-binding site in
Escherichia coli heat-labile enterotoxin (LT) and cholera toxin (CT). Mol. Microbiol. 13, 745-753.

Sixma, T.K., Kalk, K.H., van Zanten, B.A., Dauter, Z., Kingma, J., Witholt, B., and Hol, W.G. (1993a). Refined
structure of Escherichia coli heat-labile enterotoxin, a close relative of cholera toxin. J. Mol. Biol. 230, 890-
918.

Sixma, T.K., Stein, P.E., Hol, W.G., and Read, R.J. (1993b). Comparison of the B-pentamers of heat-labile
enterotoxin and verotoxin-1: two structures with remarkable similarity and dissimilarity. Biochemistry 32,
191-198.

Sixma, T.K., Aguirre, A., Terwisscha van Scheltinga, A.C., Wartna, E.S., Kalk, K.H., and Hol, W.G. (1992).
Heat-labile enterotoxin crystal forms with variable A/B5 orientation. Analysis of conformational flexibility.
FEBS Lett. 305, 81-85.

Sixma, T.K., Pronk, S.E., Kalk, K.H., van Zanten, B.A., Berghuis, A.M., and Hol, W.G. (1992). Lactose binding
to heat-labile enterotoxin revealed by X-ray crystallography. Nature 355, 561-564.

Sixma, T.K., Terwisscha van Scheltinga, A.C., Kalk, K.H., Zhou, K., Wartna, E.S., and Hol, W.G. (1992). X-ray
studies reveal lanthanide binding sites at the A/B5 interface of E. coli heat labile enterotoxin. FEBS Lett.
297, 179-182.

Streatfield, S.J., Sandkvist, M., Sixma, T.K., Bagdasarian, M., Hol, W.G., and Hirst, T.R. (1992). Intermolecular
interactions between the A and B subunits of heat-labile enterotoxin from Escherichia coli promote
holotoxin assembly and stability in vivo. Proc. Natl. Acad. Sci. U. S. A. 89, 12140-12144.

Sixma, T.K., Pronk, S.E., Kalk, K.H., Wartna, E.S., van Zanten, B.A., Witholt, B., and Hol, W.G. (1991). Crystal
structure of a cholera toxin-related heat-labile enterotoxin from E. coli Nature 351, 371-377.

*Shared first author, “Co-corresponding author

Publications in books and proceedings, commentaries

Sixma T.K., (2007) Nicotinic receptor structure emerging slowly. Nat Neurosci. 10(8):937-8.

Knipscheer P and Sixma TK. (2006) Divide and conquer: the E2 active site. Nat Struct Mol Biol. 13, 474-476.
Lebbink, J. and Sixma T.K. (2005) Variations on the ABC, Structure, 13, 498-500.

Smit, A.B., Brejc, K., Syed, N., T.K. Sixma (2003) Structure and function of AChBP, homologue o fthe ligand-
binding domain of the nicotinc acetylcholine receptor, Ann. NY Acad. Sci, 998, 81-92.

Brejc, K., van Dijk, W.J., Smit, A.B. and Sixma T. K. (2002) The 2.7 A structure of AChBP, homolog of the
ligand-binding domain of the nicotinic acetylcholine receptor, Novartis Foundation Symposium 245, lon
channels: from atomic resolution physiology to functional genomics. 22-32.

Perrakis, A., Sixma, T.K., Wilson K.S. and Lamzin, V.S. (1997) The world according to wARP, Proceedings
CCP4 Study weekend,



Hol, W.G.J., Sixma, T.K., Merritt, E.A (1995) Structure and function of E. coli heat-labile enterotoxin and
cholera toxin B pentamer, in Bacterial toxins and virulence factors in disease (Moss, J., Iglewski, B,
Vaughan, M. and Tu, A.T. eds), Handbook of natural toxins 8 186-223.

Sandkvist, M., Overbye, L.J., Sixma, T.K., Hol, W.G.J., Bagdasarian M. (1994) Assembly of Escherichia coli
heat-labile enterotoxin and its secretion from Vibrio Cholerae' in: Molecular mechanisms of bacterial
virulence, (C. Kado, J. Crossa and L. Squeira, eds.), Kluwer Academic Publ., Dordrecht, The Netherlands

Schreuder, H.A., de Boer, B., Sixma, T.K., Aguirre, A., & Hol W.G.J. (1992) Experience with molecular
replacement in the case of antithrombin I1l: the combination of different starting models and exploration of
the power of a "cross translation function”, in: "Molecular replacement" - Proceedings CCP4 Study
weekend (E.J. Dodson, S. Gover and W. Wolf, eds.) Daresbury, 106-115.

Sixma, T.K., Pronk, S.E., Kalk, K.H., van Zanten, B.A.M., Witholt B., & Hol, W.G.J. (1992) Three dimensional
structure of E. coli heat-labile enterotoxin (LT): implications for the function of LT and Cholera Toxin, in:
Bacterial Protein Toxins, supplement to Zentralblattt fur Bakteriologie, Mikrobiologie und Hygiene, (eds.
Witholt et al.) 23 182-189.

Sixma, T.K., (1992) The three-dimensional structure of Escherichia coli heat-labile enterotoxin, in relation to its
function, Thesis Rijksuniversiteit Groningen, Nederland.

Sixma, T.K., Pronk, S.E., Terwisscha van Scheltinga, A.C., Aguirre, A., Kalk, K.H., Vriend, G. & Hol, W.G.J.
(1991) Native non-isomorphism in the structure determination of heat-labile enterotoxin (LT) from E. coli,
in: Daresbury report series, Proceedings CCP4 Study weekend (eds. W. Wolf, P.R. Evans, A.G.W. Leslie)
133-140.

Smaal, E.B., Sixma, T.K., Mandersloot J.G. & de Gier, J. (1986) Differences in permeability of dioleoyl-
phosphatidylcholine model membranes containing saturated or unsaturated phosphatidates, Bioelectrochem.
Bioenerg. 15 167-172.



	Full Bibliography
	Publications in books and proceedings, commentaries

